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Abstract 

 

UBCLINICAL mastitis (SCM) poses a considerable burden and challenge to modern dairy 

management. The occurence of Escherichia coli (E. coli) in numerous categories of food such 

as meat, egg, and milk also increases a public health concern, particularly through the 

consumption of unpasteurized dairy products, impacting human health. The primary objective of 

current study was to detect E. coli from states of sub-clinical mastitis in buffalo. The researchers 

employed classical methods for isolation and identification. Additionally, they utilized PCR 

(Polymerase Chain Reaction) techniques to detect specific virulence factors encoding genes, namely 

Stx1, and Stx2, which are associated with the pathogenicity of E. coli. Between March and July 2023, 

a total of fifty milk specimens were taken from buffalo. These specimens were obtained from diverse 

regions, including Kenitra, Haoy Al-Kanysa, Busyf, Al-Shamseat, Badoush, Kuba, and Tlkeif, all 

situated in Nineveh province. The findings of the current study indicated the proportion of E. coli 

detected in the milk was 42% (21 out of 50 specimenss). Additionally, during the molecular 

monitoring for an exact E. coli gene, it was observed totally isolates (100%) have the uidA gene. One 

isolate of E. coli possessed the Stx1 gene 1/21 (4.8%). The Stx2 gene was not discovered in E. coli. 

The results of this research could contribute to addressing a key factor in subclinical mastitis in 

buffalo, offering potential benefits for the private sector in effectively managing the disease. E. coli 

isolates carry virulence factors that are responsible for causing food poisoning in humans. 
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Introduction  

Buffalo’s milk is important nutrition value 

because that it contains unique composition and 

numerous health benefits such as large amount of 

fat, protein, and minerals such as phosphorus, 

calcium, and iron [1]. Buffaloes play a significant 

role in global milk production, accounting for a 

large majority of it. Iraq is considered to be a highly 

significant country both in terms of milk production 

and its consumption. Buffalo's milk is more 

consumption in Iraq to a significant extent, perhaps 

even more so than cow's milk. Buffaloes in Iraq are 

categorized based on their habitat as either "marsh" 

or "city" buffaloes. The marsh buffaloes are known 

as Al Ahwar marsh buffaloes and are specifically 

adapted to the marshland environment. On the other 

hand, the urban areas in Iraq are home to larger and 

more productive river-type buffaloes, which are 

known for their higher milk yield. There is also 

considerable diversity in the coloration of buffaloes 

that are found in urban areas [2]. 

Mastitis is widely acknowledged as one of the 

commonly ailments affecting dairy cattle, resulting 

in significant damages within the industry [3]. The 

primary reasons for the incurred losses are 

primarily attributed to a decline in both the quality 

and quantity of milk produced which are 

accompanied by an upsurge in expenses related to 
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veterinary care and labor, other than an elevated 

ratio of rejecting [4]. Sub-clinical mastitis (SCM) is 

distinguished by alterations of the several 

properties of milk, along with pathological 

transformations occurring within the mammary 

gland [5]. The subclinical form of mastitis is 

reported to be significantly more common, with the 

prevalence rates estimated to be 15 to 40 times 

higher when they are compared to the clinical 

manifestation of mastitis [6]. While the specific 

causative agents of sub-clinical mastitis (SCM) can 

vary across different countries and studies [7]. 

Pathogenic E. coli is regarded as a common 

microorganisms accountable for environmental 

mastitis. It tends to infect the mammary gland 

during the initial phases of lactation, particularly if 

they were not promptly treated. If they were left 

untreated, this infection can have severe 

consequences and even be life-threatening [8]. 

Typically, this infection initiates as a sub-clinical 

infection and improvements to cause different 

forms of clinical mastitis for the period of the firstly 

months of lactation. Approximately 51% of clinical 

mastitis cases caused by E. coli were observed to 

originate during the dry stage [9]. In Iraq, previous 

research has identified E. coli as the primary factors 

responsible for causing mastitis in cattle [10]. 

Additionally, E. coli detected in milk of cattle and 

dairy farms [11]. Numerous strains of E. coli 

possess a virulence factors that enhance their ability 

to survive within their host organisms as well as in 

the surrounding environment. These virulence 

factors contribute to their pathogenicity and aid in 

their adaptation and persistence [12]. E. coli 

virulence factors encompass a variety of 

characteristics such as capsule formation, adhesion 

properties, and toxin production. E. coli are mostly 

associated with intestinal pathogenicity and are 

divided into eight collections depended on their 

infectivity and virulence traits. Based on the 

virulence factors, E. coli were divided to the 

different groups [13]. The raw milk was 

contaminated via STEC has ability to cause a 

various disease which related to the public health 

such as hemolytic uremic syndrome and 

hemorrhagic colitis especially when drinking or 

eating unpasteurized or non-sterilized milk and its 

products. [14, 15]. 

The main goals of this study was to detect E. 

coli in the sub-clinical mastitis in buffalos that was 

regarded as a major causative agent in the sub-

clinical mastitis in animals, to use the traditional 

methods to isolation and identification of 

pathogenic bacteria, and to discover of specific –

specie uidA gene and Shiga toxin genes (Stx1 and 

Stx2). 

Material and Methods 

Sampling 

In the current study, the milk specimens from 

Buffalo that had subclinical mastitis using the 

California Mastitis Test that were obtained from 

March to July 2023. The milk specimens were 

collected from various regions, namely Kenitra, 

haoy Al-Kanysa, Busyf, Al-Shamseat, Badoush, 

Kuba, and Tlkeif) located in Nineveh province. 

Each specimen that was consisted of 25 ml of milk 

and was obtained using a sterile tube. The milk 

specimens were immediately transferred to the 

central laboratory in a cooled state using a cold box 

with CO2 ice.  

For Isolating and Identifying E. coli 

The analysis involved isolating and identifying 

pathogenic bacteria in the milk specimens. This 

was accomplished by immersing all specimens in 

nutrient broth obtained from LAB (UK) and then 

incubating them (24 hours at 37°C). Following the 

conventional method, a small amount of the 

nutrient broth was spread onto EMB and Mac-

Conkey agar from LAB (UK). These agar plates 

were then incubated for 24 hours at 37°C. 

Additionally, Brilliance E. coli/coliform Agar from 

Oxoid (UK) was utilized to separate amongst 

generic E. coli and coliform bacteria. Various 

biochemical tests, including Gram staining, Indole 

testing, Methyl Red testing, Citrate Utilization 

testing, Voges-Proskauer testing, as well as 

Catalase, Oxidase, and TSI agar [16], were 

conducted to approve the existence of suspicious E. 

coli. To preserve E. coli, they were kept in 

Nutrition broth containing 15% glycerol and were 

maintained at a temperature of -80ºC to utilize to 

next exam. 

DNA extraction  

To extract and analyze the doubtful E. coli 

isolates, the following procedures were carried out. 

For amplification of the suspected E. coli isolates, 

all isolates were streaked on Brilliance E. 

coli/coliform media for 24 hours at 37°C to identify 

E. coli. Using the directions supplied, the DNeasy 

Blood and Tissue Kit from Qiagen (Germany) was 

used to extract DNA from E. coli. Next, for 
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estimation of the DNA concentration of extracted 

DNA, we used the English Bio-drop instrument, 

which offers precise measurement. The isolated 

DNA from E. coli was then kept in storage at -20°C 

to maintain its purity and stability during additional 

examinations. 

Amplification of the Genes 

The uidA, Stx1, and Stx2 gene sequences were 

amplified using the PCR technique (Table 1). The 

entire 30 μl reaction of PCR was carried out. The 

reaction mixture included 15 μl of 2× GoTaq 

(Green Mix Master) from Promega Corporation 

(USA), primer F (1 μl), primer R (1 μl), double 

distillate water (9 μl) from Promega Corporation 

(USA), the E. coli DNA template (4 μl). 

Subsequently, the amplicons of the target sequences 

were visualized through gel electrophoresis. 

To perform gel electrophoresis, a 1.5% agarose 

gel from Peqlab (Germany) was prepared, and the 

DNA samples, along with a DNA marker (100 bp 

ladder), were loaded into wells. Electrophoresis 

was conducted to separate and visualize the 

amplified DNA fragments, which were compared to 

the DNA ladder for size estimation. The entire 

mixture was added to an Eppendorf tube, and the 

total volume was adjusted to 30 μl. The PCR 

amplification was implemented utilizing 

appropriate thermal cycling conditions. The 

specific circumstances, including denaturation, 

annealing, and extension temperatures and 

durations, varied depending on the PCR protocol 

used. These conditions are typically optimized for 

each specific primer set and DNA template being 

amplified. 

Results 

The conventional microbiology diagnosis for 

buffalo’s milk reveals isolation of 21/50 E. coli 

isolate, all E. coli isolate was emphasized by using 

the PCE assay to detect the uidA gene which have 

the molecular weight 632 bp (Figure 1), with a total 

isolation rate reaching 42% from all subclinical 

mastitis (Table 2). In addition, the results of our 

work appeared that the only one isolate of E. coli 

had been possessed the Stx1 gene 1/21 (4.8%) 

which have the molecular weight 347 bp (Fig. 2), 

and None of isolates have the Stx2 gene (Fig. 3). 

TABLE 1. The sequence Primers and PCR program used for detecting of the genes  

Gene Primer Sequence (5 - 3) 
Molecular 

weight [bp] 
Program Reference 

uidA 
uidA-F 5- CCAAAAGCCAGACAGAGT -3 

623 I [17] 
uidA-R 5- GCACAGCACATCAAAGAG -3 

Stx1 
Stx1-F 5- AGTTAATGTGGTGGCGAAGG -3 

347 II [17] 
Stx1-R 5- CACCAGACAATGTAACCGC -3 

Stx2 

Stx2-F 5- CCATGACAACGGACAGCAGTT -3 

779 III [18] 
Stx2-R 

5- CCTGTCAACTGAGCAGCACTTTG -

3 

PCR program: I = 35 cycles (94 °C – 60 s, 57 °C – 60 s, 72 °C – 60 s), II = 35 cycles (94 °C – 60 s, 55 °C – 60 s, 72 °C – 60 

s), III = 35 cycles (94 °C – 60 s, 62 °C – 60 s, 72 °C – 60 s) 

 

TABLE 2. The percentage of the genes detected in E. coli  

Gene 
Positive E. coli 

(No.) 

Positive E. coli 

(%) 

uidA 21/50 42% 

Stx1 1/21 4.8% 

Stx2 0/21 0% 
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Fig. 1. The molecular weight of the typical amplicon of the uidA gene in E. coli was 623 

 

 
Fig. 2. The molecular weight of the typical amplicon of the Stx1 gene in E. coli was 347  

 

 
Fig. 3. The molecular weight of the typical amplicon of the Stx2 gene in E. coli was 779  
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Discussion 

Subclinical mastitis proves to be a troublesome 

issue on dairy farms, accounting for nearly seventy 

percent of economic losses from mastitis disease, 

and its occurrence is strikingly higher, ranging from 

15 to 40 times more than clinical mastitis [19]. 

Many of previous study that appeared E. coli is the 

causative agent of the most occurrence diseases 

(sub-clinical mastitis) in animals [20]. Our results 

revealed that the occurrence rate of E. coli from 

sub-clinical mastitis in buffalo was 42%. This result 

is agreement with the study reported 42% [21]. 

While, our results were nearest from the previously 

studies found the occurrence rate of E. coli in 

buffalo was 43.3% [22] and 44.4% [23]. In 

addition, the present study appeared that our results 

were higher from another studies declared rate of E. 

coli in buffalo was 9.8% [24], 20% [25]. 

Furthermore, the result of present study was lower 

than the other research that showed the occurrence 

rate E. coli in subclinical mastitis in buffalo was in 

Pakistan 59.6% [26], in Iraq 66.6% [27]. The 

present study appeared that 4.8% (1/21) of E. coli 

possessed the Stx1 gene. Many of studies revealed 

that among all E. coli isolates from buffalo's milk, 

those that lacked the Stx1 gene were identified [28]. 

While, our result was lower from the previous 

studies which showed E. coli isolates possessed the 

Stx1 was 28.6% in Egypt [29], in Iraq was 93.1% 

[30], and in India was 95.8% [31]. Additionally, the 

E. coli isolates did not possess the Stx2 gene, our 

results was agreement with another studies which 

appeared the Stx2 not found in all E. coli isolates 

[28, 32]. The results of recent study was lower than 

the previously studies which found the Stx2 in E. 

coli isolates was 28.6% in Egypt [33], and 38.5% in 

Brazil [34].  

The elevated occurrence of environmental 

pathogens, such as E. coli, identified in cases of 

subclinical mastitis, suggests inadequate farming 

practices and an overall deficiency in farm hygiene 

and sanitation [35]. Preventing and managing 

subclinical mastitis can be achieved through either 

before – milking or after - milking decontamination 

or by implementing alteration in milking methods, 

for example the use of a milking tool [36]. The 

infected cow treated with antibiotics is crucial for 

controlling of disease, as it has demonstrated 

success in eliminating current intra-mammary 

glands infections and preventing the emergence of 

new ones. Typically, intra-mammary or program of 

antibiotics are administered during the dry period as 

part of this therapy [37]. 

Conclusion 

The E. coli causes serious illness in buffalo and 

result to subclinical mastitis that may effect of 

quality and quantity of milk and resulting to 

economic and public health problems, our isolated 

E. coli harboring many different virulence genes 

with one isolate have the Stx1 gene while none E. 

coli have the Stx2 gene. The elevated incidence of 

E. coli isolated from disease suggests inadequate 

hygiene and substandard management practices on 

the farms. Buffalo milk may cause potential health 

risk to human. 

Acknowledgment  

The author expresses sincere gratitude to Mosul 

University, specifically the College of Veterinary 

Medicine, for generously providing the facilities 

essential for the completion of recent study. 

Conflict of Interest 

I declare no conflicts of interest. 

References 

1. Araújo, K. B. S., Rangel, A.H.H., Fonseca, F.C.E., 

Fonseca F.C.E., Aguiar, E.M., Simplício, A.A., 

Novaes, L.P. and Lima Júnior, D.M. Influence of the 

year and calving season on production, composition 

and mozzarella cheese yield of water buffalo in the 

State of Rio Grande do Norte, Brazil. Italian Journal 

of Animal Science, 11,87-91(2012).  

2. Valerie, P., Lawrence, A., Stephen, H.J.G. and 

Phillip, S.D. Mason's World Encyclopedia of 

Livestock Breeds and Breeding. CABI. ISBN, 978-1-

84593-466-8(2016).  

3. Sasidhar, P.V.K., Ramana Reddy, Y. and Sudhakar 

Rao G.V. Economics of mastitis. Indian Journal of 

Animal Sciences, 72 (6), 439–440(2002).  

4. Lamey, A.E., Ammar, A.M., Zaki, E.R., Khairy, N., 

Moshref, B.S. and Refai, M.K. Virulence factors of 

Escherichia coli isolated from recurrent cases of 

clinical and subclinical mastitis in buffaloes. 

International Journal of Microbiology Research, 

4,86–94(2013).  

5. Sayed, H.R., Salama, S.S. and Soliman, T.R. 

Bacteriological evaluation of present situation of 

mastitis in dairy cows. Global Veterinaria, 13,690–

695(2014).  

6. Ndahetuye, J., Persson, Y., Nyman, A., Tukei, M., 

Ongol, M. and Båge, R. Aetiology and prevalence of 

subclinical mastitis in dairy herds in peri-urban areas 

of Kigali in Rwanda. Trop. Tropical Animal Health 

and Production, 51,2037–2044(2019).  

7. Birhanu, M., Leta, S., Mamo, G. and Tesfaye, S. 

Prevalence of bovine subclinical mastitis and 

isolation of its major causes in Bishoftu Town, 

Ethiopia. BMC Research Notes, 10,767(2017).  

8. Burvenic, C., Van Merris, V., Mehrzad, J., Diez-

Fraile, A. and Duchateau, L. Severity of E. coli 

mastitis is mainly determined by cow factors. 

Veterinary Research, 34,521–564(2003).  

9. Bradley, A.J. and Green, M.J. A study of the 

incidence and significance of intramammary 

enterobacterial infections acquired during the dry 

period. Journal of Dairy Science, 83,1857–

1965(2000).  



1886                                                                         YOUSRA A. ABDLLA 
 
et al. 

Egypt. J. Vet. Sci. Vol. 55, (Special issue) (2024) 

10. Sheet, O.H., Al-Mahmood, O.A., Taha, Z.A., 

Alsanjary, R.A. and Abdulmawjood, A.A. Molecular 

detection of Stx1 and Stx2 genes of E. coli isolated 

from sub-clinical bovine mastitis in Mosul city. Iraqi 

Journal of Veterinary Sciences, 37(2), 413-

418(2023).  

11. Alsanjary, L.H. and Sheet, O.H. Molecular detection 

of uidA gene in Escherichia coli isolated from the 

dairy farms in Nineveh governorate, Iraq. Iraqi 

Journal of Veterinary Sciences, 36(3), 599-

603(2022).  

12. Al-Sabawi, A.H. and Jwher, D.M. Isolation and 

characterization of stx1 and stx2 toxin-producing 

Escherichia coli in neonatal lambs with diarrhea in 

Nineveh governorate, Iraq. Journal of Applied 

Veterinary Sciences, 7(4), 23-27(2022). 

13. Malberg Tetzschner, A.M., Johnson, J.R., Johnston, 

B.D., Lund, O. and Scheutz, F. In silico genotyping 

of Escherichia coli isolates for extraintestinal 

virulence genes by use of whole-genome sequencing 

data. Journal of clinical Microbiology, 58(10),1269-

20(2020).  

14. Devleesschauwer, B., Pires, S.M., Young, I., Gill, A. 

and Majowicz, S.E. Associating sporadic, foodborne 

illness caused by Shiga toxin producing Escherichia 

coli with specific foods: A systematic review and 

meta-analysis of case-control studies. Epidemiology 

and Infection, 147,1–16(2019). 

15. Mahanti, A., Samanta, I., Bandopaddhay, S., Joardar, 

S.N., Dutta, T.K., Batabyal, S., Sar, T.K. and Isore, 

D.P. Isolation, molecular characterization and 

antibiotic resistance of Shiga Toxin-Producing 

Escherichia coli (STEC) from buffalo in India. 

Letters in Applied Microbiology, 56, 291-298(2013). 

16. Momtaz, H., Dehkordi, F.S., Rahimi, E. and 

Asgarifar, A. Detection of Escherichia coli, 

Salmonella species, and Vibrio cholerae in tap water 

and bottled drinking water in Isfahan, Iran. BMC 

Public Health, 13,556(2013).  

17. Moyo, S.J., Maselle, S.Y., Matee, M.I., Langeland, 

N. and Mylvaganam, H. Identification of 

diarrheagenic Escherichia coli isolated from infants 

and children in Dar es Salaam, Tanzania. BMC 

Infectious Diseases, 7, 92(2007).  

18. Gannon, V.P., King, R.K., Kim, J.Y. and Thomas, 

E.J. Rapid and sensitive method for detection of 

Shiga-like toxin-producing Escherichia coli in 

ground beef using the polymerase chain reaction. 

Applied and Environmental Microbiology, 58(12), 

3809-3815(1992).  

19. El-Awady, H.G. and Oudah, E.Z.M. Genetic and 

economic analysis for the relationship between udder 

health and milk production traits in Friesian cows. 

Asian-Aust. Journal Animal Sciences, 24,1514-

1524(2011).  

20. Hinthong, W., Pumipuntu, N., Santajit, S., 

Kulpeanprasit, S., Bura-nasinsup, S., Sookrung, N., 

Chaicumpa, W. and Aiumurai, P. In-drawattana, N. 

Detection and drug resistance profile of Escherichia 

coli from subclinical mastitis cows and water supply 

in dairy farms in Saraburi Province, Thailand. Peer 

Journal, 5, e3431(2017).  

21. Ali, T., Rahman, A., Qureshi, M.S., Hussain, M.T., 

Khan, M.S. and Uddin, S. Effect of management 

practices and animal age on incidence of mastitis in 

Nili Ravi buffaloes. Tropical Animal Health and 

Production, 46,1279–1285(2014).  

22. Ahmed, H.F., Hegazy, Y.M. and Ibrahem, S.A. 

Interrelationship of milk acute-phase proteins and 

casein percentage in cows and buffaloes subclinical 

mastitis. Veterinary Research Forum, 12 (4), 409 – 

414(2021).  

23. Abdalhamed, A.M., Ghazy, A.A., Ibrahim, E.S., 

Arafa, A.A. and Zeedan, G.S. Therapeutic effect of 

biosynthetic gold nanoparticles on multidrug-

resistant Escherichia coli and Salmonella species 

isolated from ruminants. Veterinary World, 14(12), 

3200-3210(2021).  

24. Preethirani, P.L., Isloor, S., Sundareshan, S., 

Nuthanalakshmi, V., Deepthikiran, K., Sinha, A.Y., 

Rathnamma, D., Nithin Prabhu, K., Sharada, R., 

Mukkur, T.K. and Hegde, N.R. Isolation, 

Biochemical and Molecular Identification, and In-

Vitro Antimicrobial Resistance Patterns of Bacteria 

Isolated from Bubaline Subclinical Mastitis in South 

India. PloS One, 10(11), e0142717(2015).  

25. 25 Biswas, D., Hanif, S.M., Rana, E.A. and Mostafa 

Anower A.K.M. A Study on Udder Health 

Management Practices, Reproductive Disorders and 

Subclinical Mastitis in Buffalo Herds in Coastal 

Region of Bangladesh. Turkish Journal of 

Agriculture - Food Science and Technology, 

8(8),1662-1667(2020).  

26. Mustafa, Y.S., Awan, F.N., Zaman, T., Chaudhry, 

S.R. and Zoyfro, V. Prevalence and Antibacterial 

Susceptibility in Mastitis in Buffalo and Cow in and 

Around the District Lahore-Pakistan, Pak. J. Pharm., 
32(4), 29-33(2013).  

27. Abdul-Wahid, N.A., Al-Atabi, A.C. and Saeed, A.A. 

Isolation and identification study of Escherichia coli 

from buffalo mastitis and Antimicrobial 

susceptibility pattern of its. Kufa Journal for 

Veterinary Medical Science, 8(2), 179-186 (2017).  

28. Ahmed, H.F., Straubinger, R.K., Hegazy, Y.M. and 

Ibrahim, S. Subclinical mastitis in dairy cattle and 

buffaloes among small holders in Egypt: Prevalence 

and evidence of virulence of Escherichia coli 

causative agent. Tropical Biomedicine, 35(2),321-

329(2018).  

29. El-Tawab, A., Ashraf, A. and Agag, M.A. 

Bacteriological and molecular studies on Shiga-

Toxin producing Escherichia coli causing cattle 

clinical mastitis. Benha Veterinary Medical Journal, 

33(2),17-26(2017).  

30. Sheet, O.H., Al-Mahmood, O.A., Taha, Z.A., 

Alsanjary, R.A. and Abdulmawjood, A.A. Molecular 

detection of Stx1 and Stx2 genes of E. coli isolated 

from subclinical bovine mastitis in Mosul city. Iraqi 

Journal of Veterinary Sciences, 37(2), 413-

418(2023).  



ISOLATION AND IDENTIFICATION OF Escherichia coli FROM BUFFALO’S MILK …                    1887 

 

Egypt. J. Vet. Sci. Vol. 55, (Special issue) (2024) 

31. Mahanti, A., Samanta, I., Bandopaddhay, S., Joardar, 

S.N., Dutta, T.K., Batabyal, S., Sar T.K. and Isore, 

D.P. Isolation, molecular characterization and 

antibiotic resistance of Shiga Toxin–Producing 

Escherichia coli (STEC) from buffalo in India. 

Letters in Applied Microbiology, 56(4),291–

298(2013).  

32. Bag, M.A., Khan, M.S., Sami, M.D., Begum, F., 

Islam, M.S., Rahman, M.M., Rahman, M.T. and 

Hassan, J. Virulence determinants and antimicrobial 

resistance of E. coli isolated from bovine clinical 

mastitis in some selected dairy farms of Bangladesh. 

Saudi Journal of Biological Sciences, 28(11), 6317-

23(2021).  

33. Hakim, A.S., Omara, S.T., Syame, S.M. and Fouad, 

E.A. Serotyping, antibiotic susceptibility, and 

virulence genes screening of Escherichia coli isolates 

obtained from diarrheic buffalo calves in Egyptian 

farms. Veterinary World, 10(7), 769(2017).  

34. Oliveira, M.G., Feitosa Brito, J.R., Carvalho, R.R., 

Guth, B.E., Gomes, T.A., Vieira, M.A., Kato, M.A., 

Ramos, I.I., Vaz, T.M. and Irino, K. Water buffaloes 

(Bubalus bubalis) identified as an important reservoir 

of Shiga toxin-producing Escherichia coli in Brazil. 

Applied and Environmental Microbiology, 

73(18),5945-8(2007).  

35. Kayesh, M.H., Talukder, M. and Anower, A. 

Prevalence of subclinical mastitis and its association 

with bacteria and risk factors in lactating cows of 

Barisal district in Bangladesh. International Journal 

of Biological Research, 2,35–38(2014).  

36. Mpatswenumugabo, J.P., Bebora, L.C., Gitao, G.C., 

Mobegi, V.A., Iraguha, B., Kamana, O. and 

Shumbusho, B. Prevalence of subclinical mastitis 

and distribution of pathogens in dairy farms of 

Rubavu and Nyabihu districts, Rwanda. Journal of 

Veterinary M edicine, 8456713(2017).  

37. Kashif., M., Rizwan, M., Ali, M., Ahmad, T. and 

Durrani, A.Z. Control of mastitis through dry cow 

therapy: A review. Veterinary, 4(2),13-16(2016).  

 

 

 لمرةالإشريكية القولونية من حليب الجاموس باستخدام تقنية تفاعل البجراثيم عزل وتشخيص 
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يسرى عبدالرزاق الرفاعي
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 الخلاصة

عبئاً وتحدياً كبيرًا لإدارة منتجات الألبان الحديثة. يثير وجود جراثيم الإشريكية  (SCM) يشكل التهاب الضرع تحت السريري

في الحليب أيضًا قلقاً على الصحة العامة ، لا سيما من خلال استهلاك منتجات الألبان غير المبسترة ، مما يؤثر على صحة  القولونية

الإنسان. الهدف الأساسي من هذه الدراسة هو عزل والتعرف على الإشريكية القولونية من حالات التهاب الضرع تحت السريري في 

كلاسيكية للعزل والتعرف على الجراثيم. بالإضافة إلى ذلك ، استخدموا تقنيات تفاعل البلمرة  الجاموس. استخدم الباحثون طرقاً

، والتي ترتبط بإمراضية جراثيم  rfb ، وStx2 ، وStx1 المتسلسل( للكشف عن عوامل ضراوة معينة ترميز الجينات ، وهي 

، تم جمع ما مجموعه خمسون عينة حليب من الجاموس. تم الحصول على هذه العينات  2023الإشريكية القولونية. بين اذار وتموز 

 من مناطق مختلفة ، منها القنيطرة وحوي الكنيسة وبوسيف والشمسيات وبادوش وكوبا وتلكيف ، وجميعها تقع في محافظة نينوى.

أشارت نتائج الدراسة الحالية إلى أن نسبة عزل جراثيم الإشريكية القولونية المسببة للألتهاب الضرع تحت السريري الموجودة في 

عينة(. بالإضافة إلى ذلك ، فان طريقة تفاعل البلمرة المتسلسل اشارت الى ان جميع جراثيم  50من  21٪ )42عينات الحليب بلغت 

اظهرت الدراسة بان عزلة واحدة من جراثيم الاشريكيا القولونية تمتلك جين  .٪(100وبنسبة ) uidAمتلك الجين الإشريكية القولونية ت

Stx1 1/21 (4.8)%.  بينما لا تمتلك اي عزلة من جراثيم الاشريكيا القولونية على جينStx2 .هم في التعامل انتائج هذا البحث قد تس

ي حدوث التهاب الضرع تحت السريري لدى الجاموس، مما يقدم فوائد محتملة للقطاع الخاص بشكل جدي مع أحد المسببات الرئيسية ف

تمتلك العوامل الضراوة التي تكون جراثيم الاشريكيا القولونية  في إدارة الأمراض بشكل فعال. اظهرت نتائج الدراسة بان عزلات

 .مسؤولة عن حدوث التسمم الغذائي في البشر
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